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Education 
 
1998 - 2005  Ph.D. Biophysics 

Harvard University 
Advisor: George M. Church 
Thesis: Local properties of metabolic networks 

 
1994 - 1998  B.S. Physics 

University of California, Santa Barbara 
 
1994 - 1998  B.S. Computer Science 

University of California, Santa Barbara 
 
 
Postdoctoral training 
 
2005-2006  Genetics 

Harvard Medical School 
Advisor: George M. Church 

   
2006-2010  Epigenetics 

Harvard Medical School 
Advisor: Peter J. Park 

 
 
Academic appointments and positions 
 
2026-  Group Leader 

Institute for Molecular Biotechnology (IMBA) 
Austrian Academy of Sciences, Vienna, Austria 

   
2025-2026  Visiting Professor 

Institute of Science and Technology Austria (ISTA), 
Institute for Molecular Biotechnology (IMBA) 
Austria 

   
2022-2025  Principal Investigator 

Altos Labs 
San Diego Institute of Science, Founding member 

   
2018-2022  Associate Professor 

Harvard Medical School 
Department of Biomedical Informatics 



 
 

 

   
2015-2018  Assistant Professor 

Harvard Medical School 
Department of Biomedical Informatics, Founding member 
 

2012-2015  Assistant Professor 
Children's Hospital Boston 
Boston, MA, USA 

   
2010-2012  Instructor 

Harvard Medical School 
Center for Biomedical Informatics 

 
Honors and prizes 
 
2018  Endowed Chair  

Gilbert S. Omenn Associate Professor of Biomedical Informatics 
   
2015  Career Award  

National Science Foundation 
   
2012  New Scholar in Aging  

Ellison Medical Foundation 
 
Research Interests 
I am a computational biologist. My group has developed methods for genomic analysis of single cells, enabling 
statistical separation of distinct cellular states, detection of genomic aberrations in transcriptional data, and 
inference of cellular dynamics from snapshots of cellular state. We have collaborated closely with many 
experimental groups to apply these approaches to study development and maintenance of different tissues 
and the impact of diseases ranging from cancer to schizophrenia. My current aims are to understand how 
cells coordinate their activity within biological tissues, how these mechanisms break down in the context of 
aging or disease, and to investigate potential interventions that may improve tissue function. Much of the 
effort is focused on development and collaborative application of novel computational methods for 
understanding tissue function, including analysis of multi-omics and spatial assays.  
 
Teaching and Mentorship 
Teaching of Students in Courses  

Harvard University 

2012-2015 Introduction to Bioinformatics (BMI 714) Harvard Medical School 

 Graduate students Instructor 

2014-2018 Single-Cell Workshop Harvard Medical School 

 Graduate students, postdocs, researchers Organizer, Instructor 

2016 Bootcamp in Quantitative Methods 
(BMI650.0) 

Harvard Medical School 

 Graduate students Instructor 



 
 

 

2017- Computational Skills for Biomedical 
Sciences (BMI715/BMI713) 

Harvard Medical School 

 Graduate students Instructor 

Formally Supervised Trainees  

Graduate Students: Jean Fan (2018; Assistant Professor, Johns Hopkins University), Teng Gao (2024), Jonathan 
Mitchel (2026). Co-supervised: Sizun Jiang (2017), Viktor Petukhov (University of Copenhagen, 2022). 
2013-2018 Jean Fan (BIG), currently Assistant Professor at Johns Hopkins University 

2012-2016 Sizun Jiang (HMS Virology), currently Assistant Professor at Harvard Medical School 

2020-2024 Teng Gao (BIG), currently Damon Runyon Fellow at Harvard Medical School 

2020-2025 Jonathan Mitchel (BIG) 

Postdoctoral Fellows: Ruslan Soldatov (Assistant Professor, MSKCC), Xin Wang (Associate Professor, Chinese 
University of Hong Kong), Shenglin Mei (Assistant Professor, Virginia Tech), Joseph Herman, Marion Riggs, Tibor 
Pakozdi, Nikolas Barkas, Tim Hu, Qiwen Hu, Rachelly Normand, Yida Zhang, Hirak Sarkar (Assistant Professor, 
Vanderbilt University), Jimin Guo, Marco Serra. Altos Labs: Valentine Svensson, Sergei Manakov, Ivan Imaz 
Rosshandler, Lance Hentges, Alejandro Mossi Albiach, Marianna Yusupova, Elijah Cole. 
 
Funding 
 
K25AG037596 (Kharchenko, P.) PI                             09/01/2010 – 08/30/2015         
NIH/NHLBI       TC $623,515   
Age-associated chromatin changes in hematopoiesis 
 
Young Scholar Award (Kharchenko, P.) PI   06/01/2012 – 05/30/2017 
Ellison Medical Foundation :      TC $361,520 
Epigenetic maintenance of repetitive elements in aging 
 
NSF-14-532 (Kharchenko, P.) PI                              05/01/2015 – 04/30/2021    
NSF                                                                        TC $623,515  
CAREER: Statistical Modeling of Single Cell States Informative 
 
R01HL131768 (Kharchenko, P.)  PI                08/15/2015 – 05/31/2021            
NIH/NHLBI                                                                  TC $2,438,664  
Statistical Methods for analysis of Single Cell variability 
 
R21 CA220147 (Kharchenko, P.) PI    8/1/17 – 7/31/21          
NIH/NCI       TC $423,766  
Single-Cell analysis of tumor-microenvironment interactions in follicular lymphoma 
 
R01DK107784  (MPI: Kharchenko; Scadden)  01/01/2016 – 12/31/2019    
NIH/NHLBI       TC $2,056,250 
Deconvoluting the hematopoietic niche under stress 
 
U01 MH114828 (MPI: Kharchenko, Zhang)   9/1/18 – 5/31/23  
NIH        TC $1,422,093  
Toward a human adult brain cell atlas with single-cell technologies 
 
2019-202743 (Kharchenko, P.)    7/1/19 – 6/30/22  
Chang Zuckerberg Foundation    TC $1,750,000  
Inferring cell interactions: spatial organization of human lymph nodes (Seed Networks) 
 
Synergy 85629 (Kharchenko, P., MPI)   10/1/20 – 9/31/26                                          



 
 

 

European Research Council     TC $2,305,156  
Kill or differentiate: Using cell-cell interactions to unlock new cancer treatments: Forcing neural crest tumors 
back onto the developmental path 
 
CAP (Kharchenko, P.)       12/1/20 – 11/31/23           
Schmidt Futures Foundation      TC $2,805,434 
Cell Annotation Platform 
 
Note: I transitioned to internal funding when joining Altos Labs in 2022, relinquishing or handing over all 
external grants. 
 
KAW recruitment grant (Kharchenko, P.) PI 1/1/27 – 12/31/35 
Knut and Alice Wallenberg Foundation TC SEK 50,000,000 
Professorial recruitment grant, awarded on nomination by Karolinska Institutet; with SEK 3,000,000 matching from 
Karolinska Institutet 
 
Publications 
(Note: a complete list of my publications follows, with select publications highlighted in color) 
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3. Kharchenko P, Vitkup D, Church GM. Filling gaps in a metabolic network using expression information. Bioinformatics 
(2004) Aug 4;20 Suppl 1:I178-I185 

4. Kharchenko P, Church GM & Vitkup D. Expression dynamics of a cellular metabolic network. Molecular Systems 
Biology (2005)  
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association evidence. BMC Bioinformatics 2006 Mar 29;7:177. 
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Genome Biology. 2006;7(5):R39. 
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8. Orford K*, Kharchenko P*, Lai W, Dao MC, Worhunsky DJ, Ferro A, Janzen V, Park PJ, Scadden DT. Differential 
H3K4 methylation identifies developmentally poised hematopoietic genes. Dev Cell. 2008 May;14(5):798-809. 

9. Kharchenko P*, Woo CJ*, Tolstorukov MY, Kingston RE, Park PJ. Nucleosome positioning in human HOX gene 
clusters. Genome Res. 2008 Oct;18(10):1554-61 
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11. Kharchenko PV, Tolstorukov MY, Park PJ. Design and analysis of ChIP-seq experiments for DNA-binding proteins. 
Nat Biotechnol. 2008 Dec;26(12):1351-9 

12. Tolstorukov MY*, Kharchenko PV*, Goldman JA, Kingston RE, Park PJ. Comparative analysis of H2A.Z nucleosome 
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• Mentions in the press:  
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